Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.109; data-to-parameter ratio = 12.7.
The asymmetric unit of the title salt, C 6 H 8 N + ÁC 7 H 5 O 4 À , contains two anilinium cations and two 3,4-dihydroxybenzoate anions. An intramoleculer O-HÁ Á ÁO hydrogen bond occurs in each anion. In the crystal, O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds link the cations and anions into a threedimensional array. The structure is further consolidated by weak C-HÁ Á ÁO interactions. Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: The asymmetric unit of the title compound ( Fig. 1) contains two anilinium cations and two singly deprotonated 3,4-dihydroxybenzoate anions. The bond distances and angles in the title compound agree very well with the corresponding bond distances and angles reported in closely related compounds (Mazurek et al., 2007; Zhu, 2010) . In the crystal the cations and anions are self-assembled by various O-H···O and N-H···O hydrogen bonds (Table 1 and Fig. 2 ) to form a superamolecular network. The structure is further consolidated by weak intermolecular interactions of the type C-H···O (Table 1) .
Related literature

D-HÁ
(i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) x; y þ 1; z; (iii) x þ 1; y; z; (iv) x À 1; y; z; (v) Àx þ 1; Ày þ 1; Àz; (vi) x; y À 1; z; (vii) Àx þ 1; Ày þ 1; Àz þ 1; (viii) Àx þ 1; Ày; Àz.
Experimental
A mixture of protocatechuic acid (0.31 g, 2 mmol) and aniline (0.19 ml, 2 mmol) was stirred in methanol (20 ml) for 0.5 h at room temperature. After several days colorless block-like crystals, suitable for X-ray diffraction analysis, were obtained by slow evaporation of the solution.
Refinement
All H atoms were placed at calculated positions and were treated as riding, with C-H = 0.93 Å, O-H = 0.82 Å, and N -H = 0.89 Å, and U iso (H) = 1.2 or 1.5 U eq (C, O, N). The molecular structure showing the atomic-numbering scheme and displacement ellipsoids drawn at the 30% probability level.
Computing details
Figure 2
The molecular packing showing the hydrogen bonding interactions as broken lines. 
Data collection
Bruker APEXII area-detector diffractometer Radiation source: fine-focus sealed tube Graphite monochromator φ and ω scan 6128 measured reflections 4202 independent reflections 3317 reflections with I > 2σ(I) R int = 0.024 
